Abstract
Introduction

62
Rheumatoid arthritis (RA) is a chronic inflammatory autoimmune disease caused by the and tissue-destructive enzymes [15] . TLR8 is located on the X chromosome and spans 
Statistical analysis 157
All statistical analyses were performed using SPSS 20 program (IBM, Armonk, NY).
158
Differences in quantitative variables between groups of patients were compared with the
159
Mann-Whitney U test, and the chi-squared statistic was used for categorical variables.
160
For functional studies, the statistical comparisons of data between genotypes were 161 performed using the Mann-Whitney U-test. The significance level was set at p<0.05. and prostheses), lower need for pharmacological therapies and the absence of two well-189 known serological markers of disease severity, RF and ACCP (Fig. 1A) . Furthermore, carriers, we showed that the GG genotype was significantly associated with lower number
193
of DMARDs (p=0,008) and biologics (p=0,021) ( Fig. 1B and 1C) . Thus, this variant following treatment of circulating monocytes with ssRNA40, a TLR8 specific agonist.
356
Cytokine and CD14 co-staining with specific antibodies was used to reveal the expression 
